
Implementing flexible, user-friendly, and 
feature-rich informatics software is critical 
to positioning R&D organizations for long 
term success. Existing informatics and 
collaboration solutions, from spreadsheets 
to email, just don’t cut it. Not only do they 
hinder your scientists’ efficiency today, but 
cumbersome problems can quickly become 
debilitating as your company’s structure 
develops over time. Give your organization 
the R&D productivity it needs with Benchling. 
Our unified research platform has a proven 
track record of accelerating research and 
decreasing time to critical data readouts 
at some of the most innovative biotech 
companies in the world.

GAIN A COMPETITIVE EDGE 
WITH UNIFIED R&D

Benchling is the only unified 
solution on the market capable 
of powering every step of the 
biologics R&D process from start 
to finish. Our single enterprise 
solution offers the complete lab 
informatics suite for every bio-
technology company’s research 
needs. Our team of elite Silicon 
Valley scientists and engineers 
partners with leading research 
organizations to keep the bleed-
ing-edge of informatics technol-
ogy at our users’ fingertips.

Accelerate Your R&D with 
Cutting-Edge Software

“ Benchling has been a model partner for us as we 
have grown our business. We would highly recommend 
Benchling to any growing biotechnology or life science firm.”

  – Jed Dean, Co-Founder, Zymergen

ACCELERATE WORK ACROSS 
ORGANIZATIONAL CHANGES

Benchling has meaningfully  
enhanced compliance, R&D  
efficiency,  and cost savings 
across customer deployments, 
whether they be emerging 
companies or large-scale enter-
prises. Our platform is straightfor-
ward enough for small teams, but 
sophisticated enough to support 
the needs of established bio-
technology enterprises, making 
collaboration seamless no matter 
how a company’s organizational 
structure changes.

SUCCESS AT TOP 
PHARMACEUTICAL COMPANIES

Benchling brings best practic-
es from a proven track record 
of driving growth, improving 
research efficiency, and reduc-
ing R&D spend at top research 
organizations across the indus-
try. Beyond supporting deploy-
ments throughout established 
research organizations, our 
platform has powered growing 
organizations from their infan-
cy through years of significant 
growth.
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         LAB NOTEBOOK
Benchling’s Lab Notebook takes a modern ap-
proach to note-taking by integrating with tools 
used to generate results, empowering scientists 
at every step of the research process.

• View Notebook entries in calendar view to pow-
er planning and project visibility

• Drag-and-drop for any file type (such as PDF 
and PowerPoint) and macro-enabled tables 
combine a full suite of office tools into one

• Protocols and template entries standardize work 
across experiments and teams

• Give individual users or organizations read, 
write, or admin privileges to manage collabora-
tion easily

• Versioning and timestamps streamline the 
review and witnessing process to ensure easy 
approval across teams

• Automatically structure results data against reg-
istered constructs directly from the Lab Note-
book through powerful @ tagging features

      BIOREGISTRY & SAMPLE TRACKING
Track the entire history of any biological sample 
across experiments, projects, teams, and sites. Ac-
count for everything that has ever happened to any 
sample, run structured queries, and mine the data 
that’s important to you.

• Customize all metadata fields to track any infor-
mation about any biomolecule

• Create parent-child relationships, tie strains and 
relevant plasmids together, model protein com-
plexes in both nucleotide and amino acid format, 
and tie the two together

• Link samples with batches and individual aliquots; 
tie results to individual plate wells

• Integrate with instruments to automatically link 
results with relevant samples

• Automatically link experimental results from  
the Lab Notebook to the samples used to  
generate them

• Flexible enough to support an institutional knowl-
edge base for any R&D organization

       WORKFLOW & RESULTS
The Workflow and Results Management system 
makes truly unified R&D possible for the first time. 
Structure your workflows as assignable tasks. 
Streamline data capture and validation of biologi-
cal entities across teams. Gain unparalleled visibil-
ity over experimental results.

• Break down Workflows into individual, assign-
able tasks and associate them with relevant 
samples and automatically-generated Notebook 
entries

• Automatically parse results from Workflow 
task-generated Notebook entries

• Administrative dashboards track Workflow prog-
ress and allow administrators to quickly identify 
bottlenecks

      MOLECULAR BIOLOGY SUITE
The premier design and analysis suite for molecular 
biology. Get 10+ tools, such as CRISPR guides, au-
tomated primer designs, plasmid visualizations, and 
multi-sequence alignments, in one interface. 

• Sequence and plasmid visualization and annota-
tion, with custom annotation libraries

• Run virtual digests and design primers powered 
by Primer3 or manual methods, with cut-site, over-
hang, secondary structure visualizations

• Align hundreds of sequences at once

• Automated Gibson, Type IIS, and Digestion and 
Ligation cloning; batch cloning features

• Design CRISPR guides in seconds with the newest 
scoring algorithms in the field

• Protein tools with live update of biochemical  
properties analysis


